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FER I 45 R, miR-455-3p W] 0 [ 40 il TLR4 KL ik, 51EF 4 HRZHAH L , A ZH K R ASMC 1 miR-455-3p ZRikK
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Effects of microRNA-455-3p on airway smooth muscle
cells in asthmatic rats by.regulating toll-like receptor 4

XUE Mei, LIAO Yi, LU Wei

( ( Department of Pediatrics y«€hengdu Hospital of Integrated Traditional and Western
Medicine , IChengdu, Sichuan, 610000)

Abstract: Objective To investigate the effects of microRNA-455-3p (miR-455-3p) on the pro-
liferation, apoptosis and séeretion function of inflammatory factors of airway smooth muscle cells
(ASMC) in asthmatic rats and its' possible mechanism. Methods The ovalbumin ( OVA)-induced
asthmatic rat model ( model group) and the normal control group ( normal rats with the same amount of
normal saline) were esiablished. The expression level of miR-455-3p in lung tissue was detected by re-
al-time fluorescent guantitative PCR (qRT-PCR) , the tumor necrosis factor-oc (TNF-o) and interleu-
kin-6 (IL-6) levelsiin lung tissue and serum were detected by Enzyme-linked immunosorbent assay
(ELISA). Rat’ ASMC were isolated, double luciferase reporter gene assay was used to verify the targe-
ting relationship between miR-455-3p and toll like receptor 4 (TLR4). TNF-a was used to stimulate
the ASMC ofvasthmatic rats to produce inflammation. The Lip2000 transfection method was used to
transfect miR-455-3p NC (miR-455-3p NC group) , miR455-3p mimic (miR-455-3p mimic group) ,
and co-transfect miR-455-3p mimic and pcDNA (miR-455-3p mimic + pcDNA group) , miR-455-3p mimic
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and pcDNA-TLR4 (miR-455-3p mimic + pcDNA-TLR4 group) to inflammatory ASMC of asthmatic
rats. ASMC of normal rats was set as normal control group, and ASMC with inflammation of asthmat-
ic rats was set as model group. Methyl thiazolyl tetrazolium ( MTT) assay was used to detect cell
proliferation, apoptosis was detected by terminal dexynucleotidyl transferase-mediated dUTP nick
end labeling (TUNEL) , the levels of TNF-o and IL-6 in the supernatant were detected by ELISA
in addition, the expression levels of miR-455-3p, TLR4 mRNAs and TLR4 protein were detected by
qRT-PCR and western blot (WB). Results

sion of miR-455-3p in the lung tissue of the model group was significantly reduced, and the levels of

Compared with the normal control group, the expres-

TNF-a and IL-6 in the lung tissue and serum were significantly increased (P <0.05). Double lucif-
erase reporter gene assay showed that miR-455-3p could directly target and inhibit TLR4 gene ex-
pression. Compared with the normal control group, the expression level of miR-455-3p in ASMC and
the proliferation activity of ASMC reduced significantly, and the expression levels of TLR4 mRNA
and TLR4 protein, apoptosis rate and TNF-a and 1L-6 levels in ASMC supernatdntuincreased signifi-
cantly in the model group (P <0.05); compared with the miR-455-3p NCsgroup, the expression
level of miR-455-3p and the proliferation activity of ASMC increased significantly, TLR4 mRNA and
TLR4 protein expression levels, apoptosis rate and TNF-o and IL-6 levels in ASMC supernatant were
significantly reduced in the miR-455-3p mimic group( P <0.05) ; comparedywith miR-455-3p mimic +
pcDNA group, miR-455-3p expression level and ASMC proliferationactivity in ASMC reduced sig-
nificantly, TLR4 mRNA and TLR4 protein expression levels, apoptosis rate and TNF-oo and 11.-6
levels in ASMC supernatant increased significantly in miR-455-3p mimic + pcDNA-TLR4 group
(P <0.05). Conclusion MiR-455-3p can relieve the inflammatory response and regulate the bal-
ance of proliferation and apoptosis of ASMC in asthmatic ratsiby targeted inhibition of the expression
of TLR4.

Key words: asthma; rats; airway smooth muscle ¢ells; microRNA-455-3p; toll-like receptor
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B Y, R IRIRAF- 52 ASMC 4% P8 T X IhRE
REBYIAN, BF Bos, miR455-3p AJ#E [
TLR4 FEPHJH 7T Z Fh 40 53 15 S R AE R o AR
FEHRT miR455-3p 5 TLR4 B#E 1] ¢ 28 S X%
Mg A L ASMC A= 92 0 M B R AE PR 743 W T RE 1)

1 #R57FE

1.1 sy

6 ~ 8 J % JC R 2 i JEL A4 (SPF ) 2% fatt J3 Af P
SD KR 12 H L fRF & 190 ~220 g, AP nliE 5
SCXK(8-)2016-0041, g7 BRI A4
1.2 &K A BZALE

44 1M 35 ( FBS, 4% 2 10099-145) . DMEM/

F-12 £ 723 (455 12634010) 1 [ 35 [H Gibeo 2
F]; miR-455-3p NC (FAHEXT i) \miR-455-3p mimic
peDNA (23 Jfi ki ) . pcDNA-TLR4 ( TLR4 53 3 ik Jii
i) F1 miR-455-3p U6 .TLR4 .GAPDH 5|45t 75
A YRHCABR A E G G BRIEEE 1 (OVA, 585
AS5503) o H ) a0 mke i ( MTT) 5% & (4845
11465007001 ) g 5 3E [ Sigma 23 7] 3 J 57 K S b
108 (TUNEL) X %1 & (155 11684795910) 1 [
Roche 72 6]; BCA A E 2 & (R 5
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PO010S) Il [ [ 1338 7 KA PR &) ; miRNA $HL
R & (155 AM1561) | Lipofectamine® 2000 % Yt
R & (5245 11668) | Hii—4T anti-TLR4 (58 %
14-9924-82) | anti-GAPDH ( %% & PA1-16777) .
PLEpi e TG (1845 A-11008) #11 F 3£ & Invitro-
gen 2] 5 K BRBRRE IR AE R F--o ( TNF-o0 ) I 472
JZEWE B G ( ELISA ) 357 & ( §2%5 ab236712) [ H
A2 -6 (1L-6) ELISA i3 & (182 ab234570)
I [ P [E Abcam /A 7] ; MODELS50 74 A5 1)
H 2¢[F Bio-Rad 2\ #]; Forma Steri-Cycle 1160 CO,
B354 0 B 26 [E Thermo Fisher 23] 5 ix75 9660
A B H A Olympus 24 7],

1.3 #i%

1,301 Bk K BRI S . 2% 3Gk 8 ] ik,
BEHLIEH 6 HAR, FoLgss 1.8 R KL F
ST OVA 10 mg A AL AR BE R 200 mg (1R
AW 1 mL, [F]EFE R E  E E OH AT S x
10° 4,545 15 REWEA 2% OVA BElREh 28 hifk
50 mL, 30 min/¥%, 1 &/d, #ge1 B, Hae B
IEH KRG TS5 R ABEKRE OVA) JE17[H
SEAbHR MR ST T o A R R A
AN VIR R, 55, 7 L A
B i ER ME AR A

1.3.2 SEWF28 6 & A W 5% I N (qRT-PCR)
RS R B 2H 2 miR-455-3p Rk 7K 43 51 K
6 HERG K R OBERIZE ) A1 6 HUIE & K B (IE % X
HRZH ) s A i 3% ISGE Lh 22 0 PR T, B8 LU A
BT 4 CokFE M T J5 22 ELISA A0, FF fifg U
AL, FREL 0.5 g( HAMA1Z1E T ~80~C Yk
R T IE 25286 ) , (8 F RNA 2 Bt 70 6 i B
AU RNA JFRG I AR B, SR Je il Fased 51t
&4 cDNA, FfLk eDNA S $it i8 qRT-PCR
7 G U I S P R A i E S (PCR) i b A
2L NREF R 95 C AL P 10 min, 95 C Ak
155, 60 CiB k 60 s, 72 °C ZEH 2 min, %
45 AMEER . LA U6 1R KNS REE 27 22 Bkt T
miR-455-3p Fik 7 YTEA 5407, miR-455-3p |-
WiE | ¥ 5'-GEGAGUCCAUGGGCAUAUACACG-3',
FB 1% 51 54GUGUAUAUGCCCAUGGACUGC
UU-3"; U6 s 91751 5'-CTCGCTTCGGCAGC
ACA-3", FisBI4F%] 5'-AACGCTTCACGAATT
TGCGT-3',

1.3.3  ELISA # K SR 41 40 K2 il 3 Hh e v I
T BUERE T 4 CukAm 2 Ak Rk %

2 mL il - 80 °C VKA (1 fiti 20 214 0. 05 g, 4%
TNF-o IL-6 ELISA J2{551) A 0 158 B A ) 0 Mg R
FRURITIE 8 K RS S5 212 TNF-o IL-6 &,
1.3.4  ASMC Jp &8 55 2w WM ERE T
-80 CYKFEMINFA L AR AL , T ) b s
TR SCRE I, BT RS R T R R
2 mg/mL AJKEE A 3 mg/mL B H# 2 mg/mL
() D-Hank's 1, & F 37 °C 5% CO, 53746 H
61 h, DL 100 HANEE M M 38 f5, 800 %%/ min
B0 10 min, F BV, BSINT & 20% FBS 1% 5 4
2 M) DMEM/F-12 3533, 8 F 37 °C 5% CO,
BEFEAA T L 57 R S g ALY A1 55 ASMC
o-JILENEE FIFRIA . BEHUA BIRLEI ) ASMC (55 4 ~
8 ) T Ia 2Lk .

1.3.5 FOCRMHREEEH S5 : A pmir-GLO
JORL A AR, # H 5 miR-455-3p il X 45 & 1
TLR4 R:[X 3' UTR B4 &Y ( WT-TLR4 ) 1 48 7% &l
(MUT-TLR4 ) B e iz 5 F 4 ok, 2 J5 >k H i
AR B Yt 3k Sl 1 miRNA ( miR455-3p NC &
miR-455-3p{mimic ) I & 2H JFi ki ( WT-TLR4 &,
MUT-TLR4 ) L e A TE % K B ASMC, F CO, £
FAEREE R 35, 4 miR-455-3p NC + WT-TLR4
4 \miR455-3p mimics + MUT-TLR4 2H . miR-455-
3p NC + MUT-TLR4 # fil miR-455-3p mimics +
WT-TLR4 2, H#H1%~7 6 NE 1L, 48 h J5H PLB
SR AR, VAU A M AR, 50 S BB T A e
K MR ME 5 A B POCRME S A H
AERTTEE

1.3.6  4HfEARPEE T S e oo d: BOW UK
IR g B ASMC 428 F 96 FL 40 Bt A, 1 FH
TNF-o J0E MR B ASMC(96 FLARH A TNF-o
FAURSE R 20 ng/mL"") A SAE SR I
TR IR Y Y ORI A M T AR T UREE 4R
M, k%) 70% ~ 80% 4 R ik B Al 3 7 5%
Yy W TC I B R S, SR Lip2000 % s ik
FYL miR455-3p NC(50 nmol/L, BAE % B& , miR-
455-3p NC 4 ) . miR-455-3p mimic (50 nmol/L,
miR-455-3p mimic 2 ) FIFLFE YL miR-455-3p mimic
5 peDNA ( miR-455-3p mimic + pcDNA 2f ) | IL%%
& miR-455-3p mimic 5 pcDNA-TLR4 (miR-455-3p
mimic + pcDNA-TLR4 21 ) & 7= A= 4 0E [ v i KR
ASMC i, ELAARHAE ™ 4 BRG0G0 B B A7,
EE 4 ~6 h J5 IR BE R AR AL, O3 IRIE X IR
ZH (IEH R B ASMC ) s 8 20 (1 g K B 4%
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1.3.7 qRT-PCR #;iill#% £ ASMC 1 miR-455-3p
TLR4 mRNA 33k : >R RNA il 550 & $ B
20 ASMC & RNA, JZ % 5% 154 5] cDNA ¥ T
-20 CyKFERAEFF Hlo R gRT-PCR 359 1
miR-455-3p . TLR4 mRNA H (% F Bf, miR-455-3p
SIWFESI N2 U6 519751 0L“1.3.27 , TLR4
s ¥ 5 -CGCTTTCACCTCTGCCTTCACTA
CAG-3', R 9351 5 -ACACTACCACAATAAC
CTTCGGCTC-3"; N & GAPDH I i 51 ¥ ¥ %
5'-TGATTCTACCCACGGCAAGTT-3', T8 ¥ ¥
5| 5'-TGATGGGTTTCCCATTCATGA-3', % I %%
441 95 °C WA 15 min, 94 CASPE 15 s, 56 °C
B30 s, 72 CHEAf 20 s, 240 MR, K]
2 A8k E BT ASMC Hf miR-455-3p . TLR4
mRNA FHX} FRIEIKF- o

1.3.8 A BRIl ik (WB) Kl & 20 ASMC
TLR4 R HFRIL: R & A & 4 ok A
ASMC B & 1, H BCA 37 &k il & ik B, &
T -80 CLAfFE# M. HL40 g SRS, #1471
TR SRR RN SR DN I IR R e FRLUK (SDS-PAGE ) |
KA N (PVDF) 5% jE, — 4t (anti-TLR4 Hiif
1: 1 000, anti-GAPDH #i/A& 1: 1 000)4 CHEHF i
&, TBST ZEphi ERR , —4T 1gG (1: 20 000) % Jf i
B 1.5 h, PEHE, HSRE Epid ik & OG5 (ECL)
WA B2 IR RIS sk SO R G
TRORAE , B B 2Rl IR FE AL

1.3.9  MTT kgl 420 ASMC S35 1% 3 . 44 %20
KELASMC F AL E 5L, L 1 x 10°/ mbs 65T
96 FLANMINR , 1557 48 h J5 %S MTT %5 (S e/ L)
20 wL M 4 h, F 45 SR 5E S S R
(DMSO) 150 WL, #&7 1E2) J5 48 F S b AR ) 1
WAL AU miR-455-3p NC 41, miR455-3p
mimic 2 . miR-455-3p mimic + pcDNA 2 Fl miR-
455-3p mimic + pcDNA-TLR4 4 ASMC ¢ %% Jif

(OD)fH, B4l 6 MEHE .
1.3.10 TUNEL A5G %42 ASMC J8 1150 : ¥
TEH % REZH EIZH miR-455-3p NC 4 .miR-455-
3p mimic 2, miR455-3p mimic + pcDNA 2 I
miR-455-3p mimic + pcDNA-TLR4 244 ASMC #% 1 x
10°/mL 2 FE R FA NS5 88 4 19 6 FLANAR , 7y
Y 58 40 A JE WA 35 3% R, LA R 3k 2% vh i
(PBS) ks, 2E N B [ 2 o 4% B8 TUNEL 3205 &5 U
B AS R 25 21 ASMC P T 1% 0, B AL ER 6 1>/
fE5 NS THA PH A0 43 L (B PR T2
1.3.11 ELISA #4541 ASMC |35 o TNF-
IL-6 7K W B 1E % B 4H AU 2H  miR-455-3p
NC 4 .miR-455-3p mimic Z{%miR-455-3p mimic +
pcDNA ZH #1 miR-455-3prmimic + pcDNA-TLR4 24
ASMC Zi i 35 W, B LI 100 WL A i, ™A% 4%
HEELISA 32 57) & 4 BH 45 48 /E SR K ) TNF-o
IL-6 KKK,
1.4 %t o8

K H SPSS25. 0 BT840t it
PR (v 86) 2R, 2 AL HESR A « K, 241
BN BN 2 J7 22 53 Ft (One-Way ANOVA) ,
— L PP LR H SNK-g K55, P <0.05 2 5%
At g L

2 & B

2.1 e KR 5 EF KA LR P miR455-3p
A AKF
FERIH K U 2H 22 miR-455-3p 263k 7K F

$7(0.33 0.04) , T IE % HRLLK LI (0. 64 +
0.07), ZSA G247 X (P <0.05),
2.2 B KRALEFKAMAR ik b Ko
A 5 K-
R U241 40 5 1M 3% vh TNF- 116 3%
KO 7 FIE o6 B4, 22 A ST X
(P<0.05), W1,

F1 2HAXRMALR MFPRERFARELRE (x+s) ng/L
Mgt JI(IRF
21 5 n
TNF-a IL-6 TNF-a IL-6
1EH T R4 6 43.44 +4.55 35.25 +3.67 9.16 +0.94 18.29 +1.97
AR 6 75.43 +7.64* 48.36 +4.95* 17.34 +1.87* 25.43 +2.64"

TNF-oc: MURIRBEIA 5 a5 1L-6: EHAIMIANR6, SIEWXTIRAL LA, *P <0.05,

2.3 KR ASMC %%
WA AT, IR KR ASMC 244, 4l

HEZ g 4 AR ], 20 2 25 18, A B RGR (]
1A) o b e i e 4 R WK, o- LBl



55 22 4] SRR EZGZ4 i Journal of Clinical Medicine in Practice .20 .

ASMC  ZyE R, A TR SR o
-

L PHE S N2 40 i A s (181 1B ), 4R

N e -

A IEHRR ASMC; B Ry bl (015 5858 TR K B ASMC 20 B o
1 KR ASMC R#5EE (X 100 £5)

2.4 miR4553p 5 TLR4 AR ¥ed Xk R e R %2 ﬁﬁ;gﬁﬁﬁgﬂ%%ssp 5 TLR4
TargetScan £ £& 4= W) {5 8.2 # A4 #L i TLR4 % fsgﬁ; *s)
HEP 3'UTR X AT REAL 2 miR-455-3p B EAMNF 51, 415 n MRS M

WK 2, $&78 TLR4 Wl fE /& miR-455-3p HY4EHIHL miR4553p NC + WIHLRS 4] 6 1.03+0.12°
B WHGE IR A I K 2L 56 45 3R R, miR- miR455-3p mi 'sﬁuu 4 6 0.96 +0. 10"
é R4 4 6 1.08 £0.11°*

6

455-3p mimics + WT-TLR4 21 ASMC X155 Y 2 i miR-455-3p NG
T-TLR4 2 0.35 +0.06

miR455-3p mi

RT3 3 A, 2 A G (P <0.05),
73 3 4 ASMC XS O FR MR T LA, 22 57 048

miR4553g: 18/ RNA4SS3p; TLR4, Toll RESZ{A 45
WT: B4R, MUT: 2457,

B X (P >0.05), W32, /8 miR-455-3p iR 4953p mimics + WI-TLRS 41 [RE, +P <0.05.
A EHEEL A TLR4 BEIR SR i miR455-3p mimic + pcDNA £ miR-
miR4553p 3 GGACUGAA & 55-3p F2ihKF-FFi, TLR4 mRNA [ TLR4 & [ 3

TLR43' UIRWT &' GGGUJxllU 3 4&7 FREAL, ZRA LI FEE L (P<0.05); 5

miR-455-3p mimic + pcDNA 4] %, miR-455-3p

TLR4 3’ UTR-MUT 5’ GGGCAUCU 3’ @ mimic + pcDNA-TLR4 #H miR-455-3p ik /K%

B2 TargetScan £ #-F#ill miR455-3p 6. TLRY mRNA TLRA 7 44 T KT 7} 2 25 52

C R ERTRRAAA ‘% AT (P <0.05) 5 BERAL miR455-3p

2.5 B#KkK ASMC ¥ miR455-3p . TLR4 A TLR4 mRNA } TLR4 % 13535 K F 5 miR455-3p

A TLR4 & kAP s ¢ NC 4104z, 2 TS 3 X(P >0.05) ; miR-

5 1E 5 % B #, B A NSS 3p  455-3p mimic Z0 miR-455-3p . TLR4 mRNA & TLR4

NC 2 miR455-3p KK B IO TLRY mRNA L R (1 357K F- 5 miR-455-3p mimic + peDNA 411

TLR4 FFIRISKOPTHE, RGP F (P < e 22 RGP >0.05) . W33 K3,
0.05) ; SIZ miR-455-3p NC é'ﬂ #:, miR455-3p

*3 @ ASMC i miR-455-3p . TLR4 mRNA % TLR4 B FRIEKFELLE (v £s)

zﬁ&l

n miR-455-3p TLR4 mRNA TLR4 &

IE# X R4l 6 1.07 £0.11 0.98 £0.10 0.07 £0.01
HERIZH 6 0.61 +0.07* 4.22 +£0.45" 0.30 +0.05"
miR455-3pNC 41 6 0.58 +0.06" 4.19 £0.42* 0.32+£0.04"
miR455—3p& 6 0.76 +0.08" 1.93 £0.21%4 0.18 +0.03%4
miR-455-3p mimic + pcDNA £H 6 0.79 +0.08%4 1.95 +0.20%4 0.16 £0.02%4
miR-455-3p mimic + pcDNA-TLR4 2H 6 0.21 £0.034 6.87 £0.694 0.67 +0.084

SIFEEXBRA B, P <0.05; SR, #P <0.05; 5 miR455-3p NC 4H 4, AP <0.05;
5 miR455-3p mimic + pcDNA 21 |14, AP <0.05,
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A IEHXTIEZ; B: BiRI4]; C. miR455-3p NC 4H;
D: miR-455-3p mimic 2 ; E; miR-455-3p mimic + pcDNA 4 ;
F: miR-455-3p mimic + pcDNA-TLR4 £ ,
B3 &EKXR ASMC f1 TLR4 B Rk % EN i E
2.6 XK R ASMC ¥ 78 &M An 8 o & ik
IR RN B e, BEAU 20 F miR-455-3p NC
U1 ASMC ST PRV BT 47100, 22 547

miR-455-3p mimicZl

miR-455-3p mimic+pcDNAZL

FRY(P<0.05); 5HEALH miR455-3p NC 4]
b, miR455-3p mimic 2] Fil miR-455-3p mimic +
pcDNA 41 ASMC 3458 T =7 , 4 T2 3R A, 22 57
A FEX(P<0.05); 5 miR455-3p mimic +
pcDNA 4 1%, miR-455-3p mimic + pcDNA-TLR4
ZH ASMC $EFEIE PEREAR , T2 56T e, 22 A gt
FHEL(P<0.05) ; BIHIZH ASMC S5 6P T
F 5 miR455-3p NC A i, 27 LG it E X
(P>0.05); miR455-3p mimic 2§ ASMC ¥ %4 V%
PE AT F S miR455-3p mimic + pcDNA 4] k3%,
ZFIGTEE L (P>0.05) , WLIE 4. 554,

miR-455-3p NC4L

miR-455-3p mimic+pcDNA-TLR4ZH

4 BHKXR ASMCIET#E ( TUNEL &%, 5K 400 {5)

F4 BREAKXFASMCHEEFME(OD) VAT RILE (v £5)

2H 5 n 0D AT/ %
1E X R 4H 6 0.74 +0.08 6.21 +0.68
BT ZH 6 0.49 +0.07* 9.52 £0.97*
miR-455-3p NC 20 6 0.47 +0.05* 9.58 +1.01*
miR-455-3p mimic £ 6 0.71 £0.10*4 6.56 £0.67%4
miR455-3p mimic + pcDNA £ 6 0.78 £0.09%4 6.79 +0.71%4
miR-455-3p mimic + pcDNA-TLR4 2 6 0.34 £0.064 10.21 £1.054

SRR LB, #P <0.05;
AP<0.05,

SIEH XL, *P <0005
5 miR455-3p mimic + peDNA 41145,
2.7 Ak R ASMC L&k TNF-o IL-6 K -F
1ok
55750 20 Fl miR455-3p NC 41 ASMC | %5 W
TNF-a IL-6 7K & F IE % % 240, miR-455-3p
mimic 2 F1 miR-455-3p mimic + pcDNA 4] TNF-o
IL-6 7K P-fI% T 455 70 2 1 miR-455-3p NC 4H, miR-
455-3p mimic + pcDNA-TLR4 4| TNF-o . IL-6 7K -

5 miR455-3p NC 241 4%,

AP<0.05;

BT miR455-3p mimic + pcDNA 21 , Z R H 4
TR X (P <0.05) ; BiAlg] TNF-o IL-6 /KF5
miR-455-3p NC 2 b4, 2 F Rgit#E L (P >
0.05) ; miR455-3p mimic 4] TNF-a IL-6 7K 5
miR-455-3p mimic + pcDNA 4 [L#, 22 F T4 it
FRX(P>0.05), WES,
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#5 FHHAKXR ASMC LiEHR TNF- IL-6 7K FLEE (x =) ng/L,
20531 n TNF-« IL-6

1E % B EH 6 421.85 + 47.39 10.25 +1.07

FETRI A 6 1224.33 +127.58" 17.19 +1.85*

miR4553p NC 4 6 1221.86 +135.69* 18.21 +1.92*

miR455-3p mimic 2 6 439.27 = 46.74%4 10.98 =1.11%4

miR-455-3p mimic + pcDNA 24 6 487.95 + 49.12*%~ 12.24 +1.37%4

miR-455-3p mimic + pcDNA-TLR4 2§ 6 1363.52 +149.934 17.89 +1.854

SIEHEX IR LR, «P <0.05; 5B LAY, #P <0.05; 5 miR-455-3p NC 4 H#, AP <0.05;

5 miR455-3p mimic + pcDNA 20 V.4, AP <0.05,
3 3 i

miR-455-3p J&—Fi 5 A 28 2 Fpop o 2% VI A
S/ RNA, 25 Z i B/ B AR A iR 57
CHENG F 2" 758 | miR4553p 2 58 %%
A A 22 -1 (TL-1) 375 5 1) 40 0 7 R R A S
Wi, SUNY &1 5l 5% % ¥, miR455-3p 7E45 B
Ji 9 v S A5 A T 388 1 0 1) b R 2R F R 1R
il 1 BRI HE AN A . 53 4h, miR-455-3p 7
RIERGEPEAVRIEN, 52 & IR H
A9 7 TR B v A DG, L3Rk 5 A TR A
RUBEREMED] T 88 ( MyD88 ) Stk it
PR, miR-455-3p 7R [R50 Hh & F5 (14 FH 7T BE
AR . ABFFELER s, 5IER KR, 2
g R BUITZH 2L miR-455-3p 2 35 T, FLiZH 21
FIL 28 PE PR F- TNF-ou IL-6 7K F 5 2 7, 42
/R miR-455-3p W] {6 75 B Wi o & 42 670 3 9 4 T o
AT A A= 2 A S U & B, miR-455-3p 5
TLR4 FEAER0 [ 25 A0 15, E— 25 TF B X8 K i
A IER LR SEATIRAUE, #2758 TLR4 J& miR-455%3p
AERL L. XU X 47 B 5E & B, miR-455-3p
R REE A $E 1) TLR4 KL X 30 ot . AR
MMi, miR-455-3p ¥ [i] TLR4 Xf %ok L ASMC 4=
WA TR B ARAE PR T3 ) BB B 52 T 1) 75 30— 25

TLRs J2: [5145 60 5 Hh 5 22 A 5 ) 2 R %
Wi 404 TLR1 % TLR10 4t 10 4~ a5, Hovb TLR4
o A S TS T S R A L A
0 B Th2 bk e 4 45 7 A K RAE R 7, 51
A R, (il PG % k5 kY. TLR4/
MyD88 {5551 I 2 55 1 s 02 Wiy A1 /)N BLS3H 9
Mk S KR ASMC & 4 4E 1495505 40
J, LA S A A TN T i a0 A O
MISERFSE ™ 26, TLR4 263K m] 3 3 R 45 iz
WSl RO R, HE I RS R U A% T kB

(NF-kB) FITNF-o, IL-6 45 R £ N F, 2 5 0 4%
ASMC B4 58 5 T, {2 i B 8, AR 5% H
TNF-o H13850% R K B ASMC, il L™= A 8 S0
SR 5 55 e miR-455-3p NC ¢miR455-3p mimic Fl4t
Yy miR-455-3p mimic 5 pcDNA\ﬁj\iﬁ:ﬁE miR-
455-3p mimic 5 pcDNA-TLR4 , AWFFELER BN,
HIEHE X A A e, A4 K B ASMC ' miR-
455-3p kK-  ASMC BT 1% 1 5 WA, TLR4
mRNA J TLRAGEH 3k 7K 7 123 F1 ASMC
VB TNE-0gLL6 7K -4 25 T i, B8 7 A 7 2 44
Jfir miR455-3p TR . TLR4 -3/, ¥ & n] fig 2 [7]
%5 ASMC [P TS AE S 5 5 5% 4% miR-455-
3p NCNL #2, i1 72 35 miR-455-3p 1] ffi ASMC
miR-455-3p FKik/KF ASMC H4%H 1% P B 5 T,
TLR4/mRNA J; TLR4 135K F I8 12 %
ASMC | 3% TNF-o \IL-6 7K - 5 28 [ A%, Ui Bl it
1k miR-455-3p 0] &3 o 4 o] 0 ) TLR4 ek />
ASMC P T FIFEAR RAE K F /K5 5 HFE G2 miR-
455-3p mimic 5 peDNA [, 2554 miR455-3p
mimic 5 pcDNA-TLR4 7] fifi ASMC A miR-455-3p
FEIR K- L ASMC H4 5 15 P 5 35 PR AIG, TLR4 mR-
NA Jz TLR4 & [ 3RA7KF (A T3 A ASMC |7
W TNF-ou IL-6 7K - f 25 i, S ] 35k 1 1 i
TLR4 1855 miR-455-3p %I ASMC &1~ F1 % 5iE )
N FANEIVE T, #7152 #2538 miR-455-3p ] 3 o 4
0] TLR4 3Rk, Wkl 4 0% i K B ASMC 580 2
N, R LRSS T, R AR YRR, R
113 3k TLR4 A 314 % miR-455-3p Xt 12w -k B
ASMC -9 1ER .

25 LR, i ik miR455-3p 7] e 38 4o #2 i7]
] TLR4 23k, Jai 02 Mg K B ASMC R AE
PAT LR B S PR T A, R HEE AR E
{E ¥ TLR4 19 miRNA 22, H B0 ms ASCM
G PR TR AL 4, HoAh miRNA R {5538 %
S AR 2 R B ASMC 455 5 T F- i ()
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