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# ¥E:HM HKILHRE HBV DNA EREZAMBFHFESYERKSKRI HBY BREMER, AE  EBEES T
988 Bi 2 BUFF 4 B H B K FTRL, R 3G HBY MFFEAR S BRI /KR 300 3 4, B = FH2H 285 41 /D = FHA358 #l 5
HABBRIEH 245 f), FRE BEWTZFMBEEREYER S HBV DNA E BKH. WEH44r HBV DNA 3 HBV L K6
WESR, MR EY S HBV DNA Bl FRPER, U R AR ME#rEYE BB S5 A HBY DNA E B K EHRRIER, &
F 3 4% HBV DNA Ry FRER I, ZRALITER (P <0.05), BIX =4 HBV DNA R MHR > h=d > H
fRERIZ . 3 43 HBY DNA @ BRI K P, 2 RAGHITFER (P <0.05), VA=A > /h=M4H > HMHERA, 490 F)
HBV DNA FEHE#E A i, HBeAg & i %2 % 48. 98% (240/490), HBsAg #& H! 4 % 96. 94% (475/490) , HBV DNA /K ¥ >
7 lg copies/mLAt, LI K =PHAEL, 5 77.24% ; 5 ~7 Ig copies/mL B, LIK=FHAIE S, 5 66.04% ; 2.7 ~ <5 lg copies/mL
B UUMNZIRARE, 5 44.66% ; <2.7 lg copies/mL B, UHAMERIAR £, 5 55.83% . &5 HBV DNA 2B 5ZFmiE
EREYE BRSNS AR HBY IS MHERE,

xR ZHFRERY; HBV DNA g &; ZFnE¥REyes
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ABSTRACT: Objective To explore the effect of quantitative HBV DNA detection combined
with quantitative detection of hepatitis B serological markers in detecting hepatitis B virus ( HBV ) in-
fection. Methods Clinical data of 988 patients with HBV were analyzed retrospectively. According
to the quantitative detection level of HBV serological markers, they were divided into great three posi-
tive group (n =285), small three positive group (n =358) and model group (n =245). All patients
underwent quantitative detection of hepatitis B serological markers and HBV DNA. The results of
HBV DNA detection of HBV infection were analyzed, and the positive rates of serum markers and
HBV DNA were compared, and the quantitative patterns of different serological markers and the re-
sults of different HBV DNA detection levels were analyzed. Results There were significant differ-
ences in positive rates of HBV DNA detection among the three groups (P <0.05) , that was, the pos-
itive rate of the HBV DNA detection in the great three positive group was higher than small three posi-
tive group and model group. In 490 HBV DNA positive samples, the detection rate of HBeAg was
48.98% (240/490), and the detection rate of HBsAg was 96.94% (475/490). When HBV DNA
level >7 lg copies/mL, great three positive group was the majority, accounting for 77.24% . When
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HBV DNA level was in 5 ~ 7 lg copies / mL , great three positive group was still the majority ,
accounting for 66. 04% . When HBV DNA level was in 2.7 ~ <5 lg copies/mL and <2.7 Ig
copies/mL, small three positive group and model group were majority respectively, accounting for
44.66% and 55.83% . Conclusion Quantitative HBV DNA detection combined with quantitative

detection of hepatitis B serological markers can effectively enhance the diagnostic accuracy of HBV.
KEY WORDS: hepatitis B virus infection; HBV DNA quantification ; quantification of hepa-

titis B serological markers

ZEIFF R R L BIFF R % E (HBV) BRI fr
KA. HET, HBV DNA E &5 HBV 1 F%¥
EYRENE HBV (Rt SR BRE N EE N
7, Hh E S br 5] I KB RIS 51, e
B, EHTFAMERE., MFEAREDHTLE
A HBV M EHIRAE, HBV DNA € B HA
RIEFER WEEEEHE S, TLUAE RN HBY
DNA M E HIRZE, RN SR [R5 H#H 2 0T Al Rk
B0, 2 W 2 AP 4%, HBV DNA € & 5
HBV &S A MM S HE-EKE
REFBMXB Z 8 A ABF5T4 47 HBV DNA
EBSZFMEAREYERRS KM HBV B
BMRR RS T

1 #REFZE

1.1 BEAELH

B4 B 2017 4E 1—12 H 4Bt 988 # 2,
RUFFR B E WG R PO, AR HBV i #4rEH
ERRMKEEES R34, R=M4[ ZHF
FEPLF (HBsAg) . ZJF e i (HBeAg) K00 Hi
(%1 HBc) FH¥E 1285 f), /N = PH4H [ HBsAg. %1
HBc e ik (Hi HBe) P 1358 #i], A K FE Al Y
[ RAEHLE (HT HBs) 1 HBc. i HBe FHYE, $i1
HBc. 31 HBs BHE:, 4t HBc . #i HBe {H%:, i HBs
FHE, T HBc FHY%E, HBsAg 5Bt ]245 4,
K=FH4 . 5B 145 4, & 140 §); SER 18 ~68 &,
SRS (40.5 £5.3) %, /N=FH4: 5B 180 fi,
178 f); ZE#S 18 ~66 &, FHIFER(40.3 =
4.8) %, HAWERIA . B 125 fil, 20 120 #i; i
18 ~67 %, FIYLE#E (39.8 £4.8) %, 3 M5
SE/MRLE , ZER K ITEREL(P>0.05),
MARRHE: FFE (2 BUR BT R 2 W br )
(WS299 —2008) ) vt 2, RIFF 4 W92 WidRofE s i
3MNARKRREGSHURBAMIGIT . HERIndE:
AHEORIMERRS; tEATRNSME; A
FEMBRRE

1.2 Fik

FABREHT OB EYERS HBY
DNA EERW, REREFTEFIKkMm, HE3 h
GBI, BT -20 CRFEM R, HBV
DNA ;g &: © #E#(MIE 100 pL fin A DNA %468
100 pL A, RS, EE.CHLLL 12 000 §%/min ()
HERLL 10 min, F L3, EERIES A HBY
DNA $2E0% 20 pL, 38FUIRG E/HE S, FEERR
A TEB 10 min, FLL1 200 #/min #9535 F 8.0
8 min, B E¥E& M. @ i%# PCR L%, AL
W lm2 pL SRS 2 ul B &, U
5000 ¥/ minf B0 30 s, BUALESRESLHE,
@AW RMBH, 1 MEFH, 93 CHA 2 min;
40 MBI, 94 CAEME 30 s; 40 NMEHR, 94 C ~
60 CiR K FEMH30 s; BEREENIE, MIFFERE
HEERM . it ELISA A Z S 25 598
FUFEATRM , ELRBRAE ™A% He FRULEH B AT .
1.3 MEHKAF

43 HBV DNA & & %F HBV BRYL A4 I 45
B i trE Y B 5 HBV DNA S B i
FRMESER, A3 B AN A 7S 22 4r 5 € B 5 AR
HBV DNA ER/KFH KMl 4R, HBV DNA £ &
A #RHE: HBV DNA <5.0 lg copies/mL A B,
JKF-=5.0 lg copies/mL RfHME, MIEFREDTF
#rrdE: HBsAg <0.2 ng/mL B, =0.2 ng/mL
7P ; $i-BHs ¥k < 10.00 mIU/mL M RAH:, $i-
BHs ¥ 3 = 10. 00 mIU/mL 3} fH {#; HBeAg <
0.5 PEIU/mL¥yBA#E, =0.5 PEIU/mL B+ ; $1-
HBc <0.9 PEIU/mL } A4, =0.9 PEIU/mL; $i
HBe <0.3 PEIU/mL K BAt, =0.5 PEIU/mL
FHE
1.4 %it¥ae

ABF5E K SPSS 15. 0 F 443 7, BE R
BHFEESSM, (x2)RBUEFH 708K
K5 (n(%) RETEHEH AT X KK, P<0.05
HEREGIFE N,



B #%. HBV DNA B 5ZFMEF sy BRIl MmE oo -39

2.1 HBV DNA #f HBV 2 ##94bm 4 R

K= FA 4 285 5, HBV DNA [H ¥ 280 4
(98.25% ) ; /N=PAH 358 fij, HBV DNA FH#:
185 il (51. 68% ); H ML &I 4 245 fi, HBV
DNA PR 25 #1(10.20% ) , 3 4% HBV DNA
WA R LR, ZRAFKITFE (P <0.05),
KX =FH4] HBV DNA K pyFAEER > /h=4 >
HARIL , K=FH4] HBV DNA g B Z5 R
H(7.30 + 1. 38) lg copies/mL, /N=FHH A
(4.38 £ 1. 28) lg copies/mL, H i 1 %) 241 4
(3.58 +1.70) lg copies/mL, 3 £ HBV DNA %
BERIKEHE, EFHEH¥EX(P<0.05),
BIK=FHE > /M= > HMAERY,
2.2 #iEAREMHE HBY DNA patk &)k

490 4 HBV DNA FHM:#EA< 1, HBeAg £ i}

%% 48. 98% (240/490), HBsAg 15 i % R
96.94% (475/490) , W3 1,

%£1 MRKFEHS HBV DNA PR R L

HBeAg HBsAg
HBV DNA  fil%%

PHYE B P BAE
A% 490 240 250 475 15
FAtE 498 28 270 250 248
it 988 520 268 263 725

2.3 FRARFFHEHETELXSERE HBV
DNA #r o) K -F 89 45 R 547
HBV DNA 7K >7 lg copies/mL B, A K =FH
HEE,577.24% ; 5 ~7 lg copies/mL i, LA K=
FHAEZE, 4 66.04% ; 2.7 ~ <5 lg copies/mL A,
DIN=PFHAIEZL, 5 44.66% ; <2.7 lg copies/mL
B, DA R &, ) 55.83% , MK 2.

£2 ARLKFREWERRN SRR HBV DNA K FRERS(n(%) ]

it B% <2.7 lg copies/mL 2.7 ~ <5 lg copies/mL 5 ~7 Ig copies/mL >7 lg copies/mL
KA =FAH 446 12(26.91) 108(42.69) 70(66.04) 95(77.24)
AN=HA 253 185(41.48) 113(44.66) 35(33.02) 25(20.33)
HAuRRIA 123 249(55.83) 32(12.65) 1( 9.43) 3( 2.44)

3 it i

ZRIFF 4 )8 T IH6 5K # J i12 Me 15 et B
GRERNER . ZH Bk EL JFXERS,
JHF R P SRR R, PR A R R B
A JEK JFE FogREEY ., dEZ
R R EREERITRE N, BERZBFL
K Z BRSO 3038 A e R AL T R 1 T 3k
25 77, FAUA AT BB R T =B, [
B AHLER TRERAAD . BHit, KRBT
EMNREFERRARSE B R, HEER
BERWEITRET A LE,

PR HBY M f , i & 278 B
TR ARERH , K@ Thaex HBYV By S
BE LA HENEW, YUEaRINEERISHFER
T, HBV "] A FrsetE & i, 34 B HBeAg, T
URE SRR SR, HBV 21 EH,
i HBe 2 [H ¥, T HBeAg St Bk, B A ¥
R, 2 RIF 4 ML 2547 S 0] LAB RFAE HBY
(e BEIR S, T HBYV DNA #7] U E4E4R7R 2 BT
RIFENEHRS, HIT, LFFEEY S HBV

DNA 53 TH Y4 oW HBY MEETFEL,
ZBIFF R 0 I TS FR Y A 4EDL HBs .5t HBe,
i HBc \HBsAg .HBeAg, Bl £ % %1 ELISA 154
W, BARIER R P MRS TTLLRE R
Bl HBV R, R, RS Y E BENE
A RETEIEM H HBY fE S50, LI R 1E
PR B EE RS HBV DNA &
BRI AR MBEREY ERARREZ
RV R TSR E BT R BREWLT
FER,AHTRHAMNFEREYE RS HBV DNA
ERBARN HBV B, 4R B/, 3 X HBV
DNA R B FHYER L, ZERAHITER (P <
0.05), ENK =PHZH HBV DNA & & BH % >
IN=EH > HAARRIA . 3 40 HBV DNA E &
KPHE, ZREHIFFEN(P<0.05), BIX
=M > /M= > KA, AW, HBeAg
PR E HBV RHIRES 4G K, A BRME
ek, 7E 490 5] HBV DNA FH{E S8 3%+, HBeAg
R % 48. 98% , HBsAg ¥ H % K4 96.94% ,
489 HBV DNA i : B /77 T HBsAg HH# %
o RRMFEEAWEEF, HBV DNA K¥ >
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7 lg copies/mLi , I K=FHAFE L, § 77. 24% ;
5~7 lg copies/ml Bf, U XK=ZFHAREZ, &
66.04% ; 2.7 ~ <5 lg copies/mL B}, LA/p=FHE
JBZ, 5 44.66% ; <2.7 lg copies/mL A, LA Ath
BRMHE L, 5 55 83%, HBV DNA /K F >
7 lg copies/mLi{, KX = FH41 HBV DNA [H M Zef
BETHAMMKK, HBeAg 7 F 5 HBV DNA /K
B, BABAEN—3HE, B HBeAg PHAERT, Hifg
Fr#lis, HBV DNA JKFHRE 2 5, X 5584057
FERMCIME, WL, B M HBeAg REWS
B85 HBY Mfe JiH BRI 5 8 HURA , EH AR
X% HBeAg # 1, HBV BN & {2 - E#l, A B
FMT R, 7 KB 46 8% HBV DNA $545% >
5 lg copies/mLiY, HBV BA 8 & MITE R E , M <
5 lg copies/mL B , B YR B HAK , BF LA G IR
W[t 44 HBV DNA & &1l 2, LIMEE 'K
FREFER. AP AN, @i PCR &
ARilE HBV DNA E&34%, il T HBsAg Bt
KRR HBV &, b4k, PCR BEAEEBEHR
BB, AT LU I R H5 AR 9 HBY e, BAE
TR HBsAg fRARMIER T, AT LAR 51 i ] B
N S EF %A 38 HBY ik B 7~ HBsAg i R
ME#hr R P 2R 8 HBY R g8,

B2, MEPREY T LAE 340R Bt HBV AR
B0, (HEZREAM M E 2R E YR E KT T HBV
DNA ¥ @75, 158 HBV DNA E B/ ol LA
RN M IFFAR Y B E K BBE, —HHE
KM GBS A 2 T8 HBY (912 Wi e 2R, 0 W4t
HBV {2 4utt 5 BB EREARHSH,
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