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Association between CYP17A1 gene polymorphism
and essential hypertension
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(1. Cardiovascular Department; 2. Department of Molecular Biology, Guizhou Medical University,
Guiyang , Guizhou, 550025)

ABSTRACT: Objective To investigate the relationship between rs11191548 gene locus poly-
morphism in CYP17A1 gene and essential hypertension. Methods A total of 143 patients with es-
sential hypertension and 199 healthy subjects were selected. TagMan probe was used to analyze the
genotype of rs11191548 gene locus in CYP17A1 gene and their correlation was analyzed. Stepwise
Logistic regression analysis was used to analyze the influence of acquired factors on hypertension. Re-
sults There was significant difference in genotype distribution and allele frequency distribution be-
tween the two groups (P <0.05). TT and CT genotype had higher risk for diseases compared with
CC genotype, the CC genotype of the risk of hypertension was 0. 370 times with the TT genotype, and
individuals carrying the T allele were 1. 776 times the risk of hypertension with C allele. Fasting blood
glucose, triglycerides, and older people were more likely to have a higher risk of hypertension. Con-
clusion The rs11191548 polymorphism of CYP17A1 gene may be associated with the pathogenesis of
essential hypertension, and the individuals with TT genotype and T allele may be at increased risk of
developing hypertension. Acquired factors have a significant impact on the incidence of hypertension.
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